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which anatomical structures are defined, and onto which experi-
mental data can be mapped.
The HUDSEN gene expression database is a unique, curated
database of gene expression patterns in the developing human
embryo. Domains of gene expression from experimental data are
mapped onto the standard reference models and visualised in 3D.
The database includes an anatomical ontology for each Carnegie
stage, and the information can be queried by text-based searches.
The database therefore facilitates comparison of multiple gene
expression patterns at different developmental stages in complex
and intricate organs suchas thebrain andheart. Sincegeneactivity
can be studied before anymorphological change is visible, analysis
of gene expression patterns over timemay provide insight into the
origin and differentiation of developmental structures.
doi:10.1016/j.mod.2009.06.1228
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Dazl is a protein required for both male and female germ cell
function in different species. During mouse development, the
expression of this protein is first reported at 11.5 days post-coitum
(dpc), when the primordial germ cells (PGC) reach the gonad. In
adults, Dazl is expressed in spermatogonia, primary spermato-
cytes and in the oocyte periphery. It has been shown that Dazl
knockout male and female mice are infertile. More recently, it
was suggested that Dazl protein is involved in PGC proliferation.
Thus, the aim of the present study was to count PGC in mouse
embryos at different ages and isolate them to check their prolifer-
ation invitro. PGC fromDazl knockout andwild type embryoswere
counted at 8.5, 9.5, 10.5 and 11.5 dpc. At the same ages, these cells
were isolated from the embryos and seeded on Sl4m220 feeder
cells. PGCweremaintained for 7 days inDMEMsupplementedwith
LIF, retinoic acid, SCF, FGF2 and forskolin. After 7 days the PGCwere
identifiedbyalkalinephosphatase staining. The results obtained to
date showedthat PGCnumber isprogressively reducedduring their
embryonic development, suggesting thatDazl plays important role
in PGC development before and after their entry into the gonads. In
vitro analyses arebeing performed to addressDazl KOPGCprolifer-
ation. Themechanisms bywhichDazl influences PGCnumbers are
to be explored.
doi:10.1016/j.mod.2009.06.1229
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The Gene Expression Database (GXD) is a public resource that
provides the scientific community with an extensive and easily
searchable database of expression information for the mouse,
with embryonic development as its primary emphasis. GXD col-
lects and integrates data from different types of expression
assays, and records developmental stages, tissues of expression
(or non-expression) and genetic backgrounds, as well information
regarding molecular probes and experimental conditions. Many
standardized vocabularies, including an extensive dictionary of
anatomical terms, are used to annotate the data, thus enabling
thorough data integration and querying capabilities. Images of
original data accompany text annotations whenever possible.
GXD is an integral part of the Mouse Genome Informatics (MGI)
resource which stores mouse genetic, genomic, and biological
data, including gene information and mutant phenotype descrip-
tions. This integration, plus links to other community databases,
puts the expression data in GXD in a larger biological and analyt-
ical context. Curators extract data from the published literature
and GXD includes a useful literature summary that provides an
up-to-date report of references with embryonic mouse data.
GXD also encourages direct submission to the database from indi-
vidual laboratories and large-scale data providers. Inclusion of
data in GXD increases its exposure to the scientific community
and enables immediate integration with the other data in the
database. Contributed data receive accession numbers that can
be cited in publications and grant applications. GXD is freely
available and can be accessed through the MGI web site at:
http://www.informatics.jax.org. Funding for GXD is provided by
NICHD Grant HD033745.
doi:10.1016/j.mod.2009.06.1230
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A complete description of the connections of all the neurons
of the zebrafish nervous system, ie. the zebrafish connectome,
is some years from being a reality. For this epic task to be com-
pleted, key technologies remain to be developed. We are taking
tentative steps towards this enticing goal through the develop-
ment of zebrafishbrain.org. This is a web-based neuroanatomical
resource we aim to be a repository for all neuroanatomical knowl-
edge about the zebrafish. This resource should provide a spring-
board toward the more distant goal of the connectome.
Currently, the resource consists of annotated image data
derived from high-resolution confocal imaging of a selection of
transgenic lines with specific expression patterns in one or more
neuroanatomical structures. These data are browseable by neuro-
anatomical structure. Detailed descriptions or ‘tutorials’ about
brain structures which use a selection of the image data with text
to describe the structure also form part of the resource.
The project is at an early stage: we have used data from about
30 transgenic lines and have produced a handful of fully-fledged
tutorials to the standard we want. We are currently trying to
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